SUPPLEMENTAL MATERIALS

Supplemental Materials and Methodology

Clinical Trial and Clinical Samples:
As duration of response is defined as the time from randomization to first progression, and non-maintenance patients received no additional rituximab treatment after randomization until their first progression, the duration of response parameter for non-maintenance patients describes the longevity of their response following the initial 13 weeks of induction therapy, without any subsequent rituximab treatment prior to progression. All relevant medicine agencies and ethics committees approved the study protocol. Informed consent was obtained from all patients [6].

[bookmark: _GoBack]Genotyping Validation:
Our genotyping methodology was validated in a separate clinical neuroblatoma study [30], where we used the same genotyping method as used in this ECOG study. For that neuroblastoma study, we received 251 DNA samples from two separate sites. Among those 251 samples, there were 60 patients from which we received duplicate DNA samples, labeled separately, with one from each site. Those samples were received and genotyped blindly. Genotyping results were then compared between those duplicate samples for these 60 patients. Of a total of 900 KIR genes we genotyped for the 60 patients with duplicate samples, there were 10 KIR genes for which we have discrepant results (KIR discrepancy rate: 1.1%). Among the total of 360 HLA genes that we genotyped for the 60 patients, we had discrepant results for 5 HLA genes (HLA discrepancy rate: 1.4%) [30].

Box Plots:
Changes in tumor size were represented using box plots, which show the 25th percentile (Q1) (bottom of box), the 50th percentile (Q2) (bolded black line), the 75th percentile (Q3) (top of box), and the mean (red cross inside the box). The lower and upper short horizontal red lines represent the minimum and maximum values, excluding the outlying high and low values. Outlying values [i.e.: those that are a distance of more than 1.5x(Q3-Q1) from the box], are shown as circles outside the horizontal lines.



Supplemental Tables
Supplemental Table 1. Description of KIR/KIR-ligand genotypes included in analyses for Figure 1.





Supplemental Table 2. Description of KIR/KIR-ligand genotypes included in analyses for Table 1 and Figure 2.







Supplemental Table 3:  Detailed statistical information for data pertaining to Figures 1, 2 and 3.  In Column A, for each clinical outcome measure, the values for the separate treatment and genotype groups are compared to the index value “#” [to consider the “Genotype Effect” (e.g. for those treated with Maintenance, compare KIR-ligands Present vs. KIR-ligand Missing) or the “Treatment Effect” (e.g. for those with KIR-ligands Present, compare Maintenance vs. Non-Maintenance)].  In Column B, for each clinical outcome measure, the values for the separate treatment and genotype groups are compared to the index value “$” [to consider the “Genotype Effect” (e.g. for those treated with Non-Maintenance, compare KIR-ligands Present vs. KIR-ligand Missing) or the “Treatment Effect” (e.g. for those with KIR-ligand Missing, compare Maintenance vs. Non-Maintenance)]. In Columns A and B, “NA” represents comparisons that are “Not Applicable” as there is no common variable within those cells of the table to assess a Treatment or Genotype effect (i.e. “Maintenance with KIR-Ligands Present” cannot be directly compared to “Non-Maintenance with KIR-Ligand Missing”). 
[image: ]
Supplemental Table 4. Description of KIR/KIR-ligand genotypes included in analyses for Table 2 and Figure 3.











Supplemental Table 5. Demographic and clinical characteristics of ECOG patients with
FL that were randomly assigned and genotyped.
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						KIR2DL1/KIR-ligand genotypes
(Table 1)				KIR2DL2/KIR-ligand genotypes
(Table 1)

						KIR2DL1+/C2+
(Maintenance n=49; 
Non-Maintenance n=52)		Not KIR2DL1+/C2+
(Maintenance n=30; 
Non-Maintenance n=28)		KIR2DL2+/C1+
(Maintenance n=28; 
Non-Maintenance n=36)		Not KIR2DL2+/C1+
(Maintenance n=51; 
Non-Maintenance n=44)

						1. KIR2DL1+, C1/C2		1. KIR2DL1+, C1/C1		1. KIR2DL2+, C1/C1		1. KIR2DL2+, C2/C2

						2. KIR2DL1+, C2/C2		2. KIR2DL1-, C1/C1		2. KIR2DL2+, C1/C2		2. KIR2DL2-, C1/C1

								3. KIR2DL1-, C1/C2				3. KIR2DL2-, C1/C2

								4. KIR2DL1-, C2/C2				4. KIR2DL2-, C2/C2

						KIR2DL3/KIR-ligand genotypes
(Table 1)				KIR3DL1/KIR-ligand genotypes
(Table 1, Figure 2)

						KIR2DL3+/C1+
(Maintenance n=60; 
Non-Maintenance n=56)		Not KIR2DL3+/C1+
(Maintenance n=19; 
Non-Maintenance n=24)		KIR3DL1+/Bw4+
(Maintenance n=50; 
Non-Maintenance n=54)		Not KIR3DL1+/Bw4+
(Maintenance n=29; 
Non-Maintenance n=26)

						1. KIR2DL3+, C1/C1		1. KIR2DL3+, C2/C2		1. KIR3DL1+, Bw4+		1. KIR3DL1+, Bw4-

						2. KIR2DL3+, C1/C2		2. KIR2DL3-, C1/C1				2. KIR3DL1-, Bw4+

								3. KIR2DL3-, C1/C2				3. KIR3DL1-, Bw4-

								4. KIR2DL3-, C2/C2
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Treatment and Genotype Group n Mean (%) SD



COLUMN A
Compare to #:     



Mean Difference 
(95% CI)



COLUMN B
Compare to $:     



Mean Difference  
(95% CI)



Maintenance with KIR-Ligands Present# 24 -86.48 18.77 # NA
Non-Maintenance with KIR-Ligands Present 23 -48.95 38.02 37.53 (4.27-70.79) 14.09 (-15.02-43.20)



Maintenance with KIR-Ligand Missing 46 -67.48 80.98 -19.00 (-47.70-70.79) 4.44 ( -19.33-28.21)
Non-Maintenance with KIR-Ligand Missing$ 46 -63.04 50.21 NA $



Treatment and Genotype Group #Events/n
Median Yrs 



(95% CI) 
4 Yr Prog. Rate 



% (95% CI)



Compare to #:   
Hazard Ratio      



(95% CI)



Compare to $:     
Hazard Ratio      



(95% CI)
Maintenance with KIR-Ligands Present# 5/28 - (-) 16 (6-38) # NA



Non-Maintenance with KIR-Ligands Present 15/26 3.25 (1.32-6.44) 52 (34-72) 3.38 (1.22-9.37) 0.71 (0.36-1.39)
Maintenance with KIR-Ligand Missing 8/48 - (-) 16 (8-31) 0.94 (0.31-2.87) 2.55 (1.12-5.81)



Non-Maintenance with KIR-Ligand Missing$ 20/53 4.18 (2.87-INF) 47 (32-66) NA $



Treatment and Genotype Group #Events/n
Median Yrs 



(95% CI) 
4 Yr Prog. Rate 



% (95% CI)



Compare to #:   
Hazard Ratio      



(95% CI)



Compare to $:     
Hazard Ratio      



(95% CI)
Maintenance with KIR-Ligands Present# 8/28 - (-) 30 (15-53) # NA



Non-Maintenance with KIR-Ligands Present 10/26 6.43 (3.20-6.43) 37 (21-60) 1.23 (0.49-3.13) 0.89 (0.41-1.92)
Maintenance with KIR-Ligand Missing 16/51 - (-) 32 (21-49) 1.12 (0.48-2.62) 0.98 (0.50-1.93)



Non-Maintenance with KIR-Ligand Missing$ 18/54 5.49 (3.92-INF) 35 (22-51) NA $



Treatment and Genotype Group n Mean (%) SD



COLUMN A
Compare to #:     



Mean Difference 
(95% CI)



COLUMN B
Compare to $:     



Mean Difference  
(95% CI)



Maintenance with KIR3DL1+/Bw4+# 44 -83.77 25.32 # NA
Non-Maintenance with  KIR3DL1+/Bw4+ 49 -58.30 49.81 25.46 (1.86-59.07) 0.13 (-30.03-30.29)
Maintenance with Not KIR3DL1+/Bw4+ 26 -57.45 103.92 -26.31 (-54.43-1.80) 0.98 (-34.79-32.82)



Non-Maintenance with Not KIR3DL1+/Bw4+$ 20 -58.43 39.22 NA $



Treatment and Genotype Group #Events/n
Median Yrs 



(95% CI) 
4 Yr Prog. Rate 



% (95% CI)



Compare to #:   
Hazard Ratio      



(95% CI)



Compare to $:     
Hazard Ratio      



(95% CI)
Maintenance with KIR3DL1+/Bw4+# 6/49 - (-) 11 (5-25) # NA



Non-Maintenance with  KIR3DL1+/Bw4+ 25/53 3.76 (1.80-6.44) 54 (39-72) 4.90 (2.01-11.99) 1.33 (0.64-2.79)
Maintenance with Not KIR3DL1+/Bw4+ 7/27 4.73 (4.73-INF) 25 (12-48) 0.33 (0.11-0.98) 1.20 (0.46-3.16)



Non-Maintenance with Not KIR3DL1+/Bw4+$ 10/26 -(-) 38 (22-61) NA $



Treatment and Genotype Group #Events/n
Median Yrs 



(95% CI) 
4 Yr Prog. Rate 



% (95% CI)



Compare to #:   
Hazard Ratio      



(95% CI)



Compare to $:     
Hazard Ratio      



(95% CI)
Maintenance with KIR3DL1+/Bw4+# 13/50 - (-) 25 (15-41) # NA



Non-Maintenance with  KIR3DL1+/Bw4+ 20/54 6.43 (3.92-6.43) 38 (25-55) 1.59 (0.79-3.20) 1.37 (0.60-3.12)
Maintenance with Not KIR3DL1+/Bw4+ 11/29 - (-) 43 (25-66) 0.44 (1.19-0.99) 0.51 (0.20-1.27)



Non-Maintenance with Not KIR3DL1+/Bw4+$ 8/26 - (-) 29 (15-52) NA $



Treatment and Genotype Group n Mean (%) SD



COLUMN A
Compare to #:     



Mean Difference 
(95% CI)



COLUMN B
Compare to $:     



Mean Difference  
(95% CI)



Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+# 22 -91.85 15.23 # NA
Non-Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+ 20 -60.26 36.67 31.59 (-3.57-66.74) -2.70 (-32.89-27.49)
Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+ 48 -65.81 79.06 -26.04 (-55.33-3.26) 8.25 (-14.86-31.36)



Non-Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+$ 49 -57.56 50.55 NA $



Treatment and Genotype Group #Events/n
Median Yrs 



(95% CI) 
4 Yr Prog. Rate 



% (95% CI)



Compare to #:   
Hazard Ratio      



(95% CI)



Compare to $:     
Hazard Ratio      



(95% CI)
Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+# 0/23 - (-) 0 (0-0) # NA



Non-Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+ 11/22 4.68 (1.73-6.44) 47 (27-72) values not availableA 1.16 (0.55-2.43)
Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+ 13/53 - (-) 23 (14-38) values not availableA 0.60 (0.30-1.17)



Non-Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+$ 24/57 4.18 (2.87-INF) 48 (34-65) NA $



Treatment and Genotype Group #Events/n
Median Yrs 



(95% CI) 
4 Yr Prog. Rate 



% (95% CI)



Compare to #:   
Hazard Ratio      



(95% CI)



Compare to $:     
Hazard Ratio      



(95% CI)
Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+# 4/23 - (-) 17 (6-44) # NA



Non-Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+ 9/22 6.43 (2.42-6.43) 45 (24-72) 2.66 (0.82-8.63) 1.21 (0.55-2.67)
Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+ 20/56 - (-) 38 (26-54) 0.35 (0.12-1.02) 0.76 (0.41-1.43)



Non-Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+$ 19/58 - (-) 32 (21-47) NA $
AHazard Ratios cannot be determined due to division by 0 in the reference group (0/23 Events/n in Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+)



KIR-Ligands Present vs. KIR-Ligand Missing: Figure 1 Data
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KIR3DL1+/Bw4+ vs Not KIR3DL1+/Bw4+: Figure 2 Data
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Group 1 (KIR2DL2+/C1+/KIR3DL1+/Bw4+) vs Group 2 (Not KIR2DL2+/C1+/KIR3DL1+/Bw4+): Figure 3 Data
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Treatment and Genotype Group n Mean (%)

SD

COLUMN A

Compare to #:     

Mean Difference 

(95% CI)

COLUMN B

Compare to $:     

Mean Difference  

(95% CI)

Maintenance with KIR-Ligands Present

#

24 -86.48 18.77 # NA

Non-Maintenance with KIR-Ligands Present

23 -48.95 38.02 37.53 (4.27-70.79) 14.09 (-15.02-43.20)

Maintenance with KIR-Ligand Missing

46 -67.48 80.98 -19.00 (-47.70-70.79)

4.44 ( -19.33-28.21)

Non-Maintenance with KIR-Ligand Missing

$ 46 -63.04 50.21 NA $

Treatment and Genotype Group #Events/n

Median Yrs 

(95% CI) 

4 Yr Prog. Rate 

% (95% CI)

Compare to #:   

Hazard Ratio      

(95% CI)

Compare to $:     

Hazard Ratio      

(95% CI)

Maintenance with KIR-Ligands Present

#

5/28 - (-) 16 (6-38) # NA

Non-Maintenance with KIR-Ligands Present

15/26 3.25 (1.32-6.44) 52 (34-72) 3.38 (1.22-9.37) 0.71 (0.36-1.39)

Maintenance with KIR-Ligand Missing 8/48 - (-) 16 (8-31) 0.94 (0.31-2.87) 2.55 (1.12-5.81)

Non-Maintenance with KIR-Ligand Missing

$

20/53 4.18 (2.87-INF)

47 (32-66)

NA $

Treatment and Genotype Group #Events/n

Median Yrs 

(95% CI) 

4 Yr Prog. Rate 

% (95% CI)

Compare to #:   

Hazard Ratio      

(95% CI)

Compare to $:     

Hazard Ratio      

(95% CI)

Maintenance with KIR-Ligands Present

#

8/28 - (-) 30 (15-53) # NA

Non-Maintenance with KIR-Ligands Present

10/26 6.43 (3.20-6.43) 37 (21-60) 1.23 (0.49-3.13) 0.89 (0.41-1.92)

Maintenance with KIR-Ligand Missing

16/51 - (-) 32 (21-49) 1.12 (0.48-2.62) 0.98 (0.50-1.93)

Non-Maintenance with KIR-Ligand Missing

$

18/54 5.49 (3.92-INF)

35 (22-51)

NA $

Treatment and Genotype Group n Mean (%) SD

COLUMN A

Compare to #:     

Mean Difference 

(95% CI)

COLUMN B

Compare to $:     

Mean Difference  

(95% CI)

Maintenance with KIR3DL1+/Bw4+

#

44 -83.77 25.32 # NA

Non-Maintenance with  KIR3DL1+/Bw4+

49 -58.30 49.81 25.46 (1.86-59.07) 0.13 (-30.03-30.29)

Maintenance with Not KIR3DL1+/Bw4+

26 -57.45 103.92 -26.31 (-54.43-1.80) 0.98 (-34.79-32.82)

Non-Maintenance with Not KIR3DL1+/Bw4+

$

20 -58.43

39.22

NA $

Treatment and Genotype Group #Events/n

Median Yrs 

(95% CI) 

4 Yr Prog. Rate 

% (95% CI)

Compare to #:   

Hazard Ratio      

(95% CI)

Compare to $:     

Hazard Ratio      

(95% CI)

Maintenance with KIR3DL1+/Bw4+

#

6/49 - (-) 11 (5-25) # NA

Non-Maintenance with  KIR3DL1+/Bw4+

25/53 3.76 (1.80-6.44) 54 (39-72) 4.90 (2.01-11.99) 1.33 (0.64-2.79)

Maintenance with Not KIR3DL1+/Bw4+

7/27 4.73 (4.73-INF) 25 (12-48) 0.33 (0.11-0.98) 1.20 (0.46-3.16)

Non-Maintenance with Not KIR3DL1+/Bw4+

$ 10/26 -(-) 38 (22-61) NA $

Treatment and Genotype Group #Events/n

Median Yrs 

(95% CI) 

4 Yr Prog. Rate 

% (95% CI)

Compare to #:   

Hazard Ratio      

(95% CI)

Compare to $:     

Hazard Ratio      

(95% CI)

Maintenance with KIR3DL1+/Bw4+

#

13/50 - (-) 25 (15-41) # NA

Non-Maintenance with  KIR3DL1+/Bw4+

20/54 6.43 (3.92-6.43) 38 (25-55) 1.59 (0.79-3.20) 1.37 (0.60-3.12)

Maintenance with Not KIR3DL1+/Bw4+

11/29 - (-) 43 (25-66) 0.44 (1.19-0.99)

0.51 (0.20-1.27)

Non-Maintenance with Not KIR3DL1+/Bw4+

$ 8/26 - (-) 29 (15-52) NA $

Treatment and Genotype Group n Mean (%)

SD

COLUMN A

Compare to #:     

Mean Difference 

(95% CI)

COLUMN B

Compare to $:     

Mean Difference  

(95% CI)

Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+

#

22 -91.85 15.23 # NA

Non-Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+

20 -60.26 36.67 31.59 (-3.57-66.74) -2.70 (-32.89-27.49)

Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+

48 -65.81 79.06 -26.04 (-55.33-3.26)

8.25 (-14.86-31.36)

Non-Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+

$ 49 -57.56 50.55 NA $

Treatment and Genotype Group #Events/n

Median Yrs 

(95% CI) 

4 Yr Prog. Rate 

% (95% CI)

Compare to #:   

Hazard Ratio      

(95% CI)

Compare to $:     

Hazard Ratio      

(95% CI)

Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+

#

0/23 - (-) 0 (0-0) # NA

Non-Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+

11/22 4.68 (1.73-6.44) 47 (27-72) values not available

A

1.16 (0.55-2.43)

Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+

13/53 - (-) 23 (14-38) values not available

A 0.60 (0.30-1.17)

Non-Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+

$ 24/57 4.18 (2.87-INF) 48 (34-65) NA $

Treatment and Genotype Group #Events/n

Median Yrs 

(95% CI) 

4 Yr Prog. Rate 

% (95% CI)

Compare to #:   

Hazard Ratio      

(95% CI)

Compare to $:     

Hazard Ratio      

(95% CI)

Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+

#

4/23 - (-) 17 (6-44) # NA

Non-Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+

9/22 6.43 (2.42-6.43) 45 (24-72) 2.66 (0.82-8.63) 1.21 (0.55-2.67)

Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+

20/56 - (-) 38 (26-54) 0.35 (0.12-1.02)

0.76 (0.41-1.43)

Non-Maintenance with Not KIR2DL2+/C1+/KIR3DL1+/Bw4+

$ 19/58 - (-) 32 (21-47) NA $

A

Hazard Ratios cannot be determined due to division by 0 in the reference group (0/23 Events/n in Maintenance with KIR2DL2+/C1+/KIR3DL1+/Bw4+)

KIR-Ligands Present vs. KIR-Ligand Missing: Figure 1 Data
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KIR3DL1+/Bw4+ vs Not KIR3DL1+/Bw4+: Figure 2 Data
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Group 1 (KIR2DL2+/C1+/KIR3DL1+/Bw4+) vs Group 2 (Not KIR2DL2+/C1+/KIR3DL1+/Bw4+): Figure 3 Data
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KIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=32; Non-Maintenance n=44)



Not KIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=47; Non-Maintenance n=36)



1. KIR2DL1+, C2/C2; KIR3DL1+, Bw4+ 1. KIR2DL1+, C2/C2; KIR3DL1-, Bw4+ or -



2. KIR2DL1+, C1/C2; KIR3DL1+, Bw4+ 2. KIR2DL1+, C2/C2; KIR3DL1+, Bw4-



3. KIR2DL1+, C1/C2; KIR3DL1-, Bw4+ or -



4. KIR2DL1+, C1/C2; KIR3DL1+, Bw4-



5. KIR2DL1-, C2/C2; KIR3DL1+ or -, Bw4+ or -



6. KIR2DL1-, C1/C2; KIR3DL1+ or -, Bw4+ or -



7. KIR2DL1+ or -, C1/C1; KIR3DL1+ or -, Bw4+ or -



Group 1
KIR2DL2+/C1+ AND KIR3DL1/Bw4+



(Maintenance n=23; Non-Maintenance n=22)



Group 2
Not KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=56; Non-Maintenance n=58)



1. KIR2DL2+, C1/C1; KIR3DL1+, Bw4+ 1. KIR2DL2+, C1/C1; KIR3DL1-, Bw4+ or -
2. KIR2DL2+, C1/C2; KIR3DL1+, Bw4+ 2. KIR2DL2+, C1/C1; KIR3DL1+, Bw4-



3. KIR2DL2+, C1/C2; KIR3DL1-, Bw4+ or -
4. KIR2DL2+, HLA-C1/C2; KIR3DL1+, Bw4-
5. KIR2DL2-, C1/C1; KIR3DL1+ or -, Bw4+ or -
6. KIR2DL2-, C1/C2; KIR3DL1+ or -, Bw4+ or -
7. KIR2DL2+ or -, C2/C2; KIR3DL1+ or -, Bw4+ or -



KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=37; Non-Maintenance n=35)



Not KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=42; Non-Maintenance n=45)



1. KIR2DL3+, C1/C1; KIR3DL1+, Bw4+ 1. KIR2DL3+, C1/C1; KIR3DL1-, Bw4+ or -
2. KIR2DL3+, C1/C2; KIR3DL1+, Bw4+ 2. KIR2DL3+, C1/C1; KIR3DL1+, Bw4-



3. KIR2DL3+, C1/C2; KIR3DL1-, Bw4+ or -
4. KIR2DL3+, C1/C2; KIR3DL1+, Bw4-
5. KIR2DL3-, C1/C1; KIR3DL1+ or -, Bw4+ or -
6. KIR2DL3-, C1/C2; KIR3DL1+ or -, Bw4+ or -
7. KIR2DL3+ or -, C2/C2; KIR3DL1+ or -, Bw4+ or -



KIR2DL1/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes



KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes



KIR2DL3/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes










KIR2DL1+/C2+ AND KIR3DL1/Bw4+

(Maintenance n=32; Non-Maintenance n=44)

Not KIR2DL1+/C2+ AND KIR3DL1/Bw4+

(Maintenance n=47; Non-Maintenance n=36)

1. KIR2DL1+, C2/C2; KIR3DL1+, Bw4+ 1. KIR2DL1+, C2/C2; KIR3DL1-, Bw4+ or -

2. KIR2DL1+, C1/C2; KIR3DL1+, Bw4+ 2. KIR2DL1+, C2/C2; KIR3DL1+, Bw4-

3. KIR2DL1+, C1/C2; KIR3DL1-, Bw4+ or -

4. KIR2DL1+, C1/C2; KIR3DL1+, Bw4-

5. KIR2DL1-, C2/C2; KIR3DL1+ or -, Bw4+ or -

6. KIR2DL1-, C1/C2; KIR3DL1+ or -, Bw4+ or -

7. KIR2DL1+ or -, C1/C1; KIR3DL1+ or -, Bw4+ or -

Group 1

KIR2DL2+/C1+ AND KIR3DL1/Bw4+

(Maintenance n=23; Non-Maintenance n=22)

Group 2

Not KIR2DL2+/C1+ AND KIR3DL1/Bw4+

(Maintenance n=56; Non-Maintenance n=58)

1. KIR2DL2+, C1/C1; KIR3DL1+, Bw4+ 1. KIR2DL2+, C1/C1; KIR3DL1-, Bw4+ or -

2. KIR2DL2+, C1/C2; KIR3DL1+, Bw4+ 2. KIR2DL2+, C1/C1; KIR3DL1+, Bw4-

3. KIR2DL2+, C1/C2; KIR3DL1-, Bw4+ or -

4. KIR2DL2+, HLA-C1/C2; KIR3DL1+, Bw4-

5. KIR2DL2-, C1/C1; KIR3DL1+ or -, Bw4+ or -

6. KIR2DL2-, C1/C2; KIR3DL1+ or -, Bw4+ or -

7. KIR2DL2+ or -, C2/C2; KIR3DL1+ or -, Bw4+ or -

KIR2DL3+/C1+ AND KIR3DL1/Bw4+

(Maintenance n=37; Non-Maintenance n=35)

Not KIR2DL3+/C1+ AND KIR3DL1/Bw4+

(Maintenance n=42; Non-Maintenance n=45)

1. KIR2DL3+, C1/C1; KIR3DL1+, Bw4+ 1. KIR2DL3+, C1/C1; KIR3DL1-, Bw4+ or -

2. KIR2DL3+, C1/C2; KIR3DL1+, Bw4+ 2. KIR2DL3+, C1/C1; KIR3DL1+, Bw4-

3. KIR2DL3+, C1/C2; KIR3DL1-, Bw4+ or -

4. KIR2DL3+, C1/C2; KIR3DL1+, Bw4-

5. KIR2DL3-, C1/C1; KIR3DL1+ or -, Bw4+ or -

6. KIR2DL3-, C1/C2; KIR3DL1+ or -, Bw4+ or -

7. KIR2DL3+ or -, C2/C2; KIR3DL1+ or -, Bw4+ or -

KIR2DL1/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes

KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes

KIR2DL3/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
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						KIR2DL1/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2)

						
KIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=32; Non-Maintenance n=44)		
Not KIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=47; Non-Maintenance n=36)

						1. KIR2DL1+, C2/C2; KIR3DL1+, Bw4+		1. KIR2DL1+, C2/C2; KIR3DL1-, Bw4+ or -

						2. KIR2DL1+, C1/C2; KIR3DL1+, Bw4+		2. KIR2DL1+, C2/C2; KIR3DL1+, Bw4-

								3. KIR2DL1+, C1/C2; KIR3DL1-, Bw4+ or -						KIR2DL1+ or -, C1/C1; KIR3DL1+ or -, Bw4+ or -

								4. KIR2DL1+, C1/C2; KIR3DL1+, Bw4-

								5. KIR2DL1-, C2/C2; KIR3DL1+ or -, Bw4+ or -

								6. KIR2DL1-, C1/C2; KIR3DL1+ or -, Bw4+ or -

								7. KIR2DL1+ or -, C1/C1; KIR3DL1+ or -, Bw4+ or -

						KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2, Figure 3)

						Group 1
KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=23; Non-Maintenance n=22)		Group 2
Not KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=56; Non-Maintenance n=58)

						1. KIR2DL2+, C1/C1; KIR3DL1+, Bw4+		1. KIR2DL2+, C1/C1; KIR3DL1-, Bw4+ or -

						2. KIR2DL2+, C1/C2; KIR3DL1+, Bw4+		2. KIR2DL2+, C1/C1; KIR3DL1+, Bw4-

								3. KIR2DL2+, C1/C2; KIR3DL1-, Bw4+ or -

								4. KIR2DL2+, HLA-C1/C2; KIR3DL1+, Bw4-

								5. KIR2DL2-, C1/C1; KIR3DL1+ or -, Bw4+ or -

								6. KIR2DL2-, C1/C2; KIR3DL1+ or -, Bw4+ or -

								7. KIR2DL2+ or -, C2/C2; KIR3DL1+ or -, Bw4+ or -

						KIR2DL3/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2)

						
KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=37; Non-Maintenance n=35)		
Not KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=42; Non-Maintenance n=45)

						1. KIR2DL3+, C1/C1; KIR3DL1+, Bw4+		1. KIR2DL3+, C1/C1; KIR3DL1-, Bw4+ or -

						2. KIR2DL3+, C1/C2; KIR3DL1+, Bw4+		2. KIR2DL3+, C1/C1; KIR3DL1+, Bw4-

								3. KIR2DL3+, C1/C2; KIR3DL1-, Bw4+ or -

								4. KIR2DL3+, C1/C2; KIR3DL1+, Bw4-

								5. KIR2DL3-, C1/C1; KIR3DL1+ or -, Bw4+ or -

								6. KIR2DL3-, C1/C2; KIR3DL1+ or -, Bw4+ or -

								7. KIR2DL3+ or -, C2/C2; KIR3DL1+ or -, Bw4+ or -






image5.emf



Characteristic n % n % n % n %
Age, years
    Median
    Range
Male sex 92 43 32 40 33 42 133 46
White race 202 95 76 95 74 94 274 95
PS 0A 141 66 70 88 68 86 248 86
Elevated β2-microglobulin 85 40 33 41 28 35 129 42
HgBB < 12 g/dL 12 6 5 6 5 6 19 7
Stage
    I-II 1 0.5 0 0 0 0 3 1
    III 113 53 47 59 37 47 146 51
    IV 99 46.5 33 41 42 53 140 48
FLIPIC score
    Low 38 18 13 16 14 18 44 15
    Intermediate 98 46 34 43 38 48 131 45
    High 77 36 33 41 27 34 114 39
FLD histology
    Grade 1 156 73 58 72.5 58 73 198 68
    Grade 2 48 23 20 25 19 24 75 26
    Grade 3a 6 3 2 2.5 1 1 5 2
    Not classifiable 3 1 0 0 1 1 11 4
APS 0, performance status-fully active; BHgB, hemoglobin; CFLIPI, Follicular Lymphoma International Prognostic Index; DFL, follicular 
lymphoma; EPatients responded and were randomly assigned as detailed by Kahl et al. (6)



57.8 58.3 58.6 59.4
25.2-84.7 36.6-75.8 25.2-84.7 25.2-86.2



(n=213) (n=80) (n=79) (n=289)



Randomly Assigned Patients Genotyped Randomly Assigned Patients in E4402E
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Age, years

    Median

    Range

Male sex 92 43 32 40 33 42 133 46

White race 202 95 76 95 74 94 274 95

PS 0

A

141 66 70 88 68 86 248 86

Elevated β2-microglobulin 85 40 33 41 28 35 129 42

HgB
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< 12 g/dL

12 6 5 6 5 6 19 7

Stage

    I-II 1 0.5 0 0 0 0 3 1

    III 113 53 47 59 37 47 146 51

    IV 99 46.5 33 41 42 53 140 48

FLIPI

C

 score

    Low 38 18 13 16 14 18 44 15

    Intermediate 98 46 34 43 38 48 131 45

    High 77 36 33 41 27 34 114 39

FL

D 

histology

    Grade 1 156 73 58 72.5 58 73 198 68

    Grade 2 48 23 20 25 19 24 75 26

    Grade 3a 6 3 2 2.5 1 1 5 2

    Not classifiable 3 1 0 0 1 1 11 4

A

PS 0, performance status-fully active; 

B

HgB, hemoglobin; 

C

FLIPI, Follicular Lymphoma International Prognostic Index; 

D

FL, follicular 

lymphoma; 

E

Patients responded and were randomly assigned as detailed by Kahl et al. (6)
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										TTRF

				Line		Treatment		Genotype Group		Number of Events/n		4-yr Fail Rate
(95% CI)A %		Interaction p-value

				1		Maintenance		KIR2DL1+/C2+ and KIR3DL1+/Bw4+		17/44		37(24-54)		0.694

				2				not KIR2DL1+/C2+ and KIR3DL1+/Bw4+		11/36		34(19-55)

				3		Non-Maintenance		KIR2DL1+/C2+ and KIR3DL1+/Bw4+		10/32		33(18-54)

				4				not KIR2DL1+/C2+ and KIR3DL1+/Bw4+		14/47		31(19-48)

				5		Maintenance		Group 1: KIR2DL2+/C1+ and KIR3DL1+/Bw4+		9/22		45(24-72)		0.068

				6				Group 2: not KIR2DL2+/C1+ and KIR3DL1+/Bw4+		19/58		32(21-47)

				7		Non-Maintenance		Group 1: KIR2DL2+/C1+ and KIR3DL1+/Bw4+		4/23		17(6-44)

				8				Group 2: not KIR2DL2+/C1+ and KIR3DL1+/Bw4+		20/56		38(26-54)

				9		Maintenance		 KIR2DL3+/C1+ and KIR3DL1+/Bw4+		12/35		38(26-54)		0.447

				10				 not KIR2DL3+/C1+ and KIR3DL1+/Bw4+		16/45		34(21-51)

				11		Non-Maintenance		KIR2DL3+/C1+ and KIR3DL1+/Bw4+		10/37		25(13-44)

				12				notT KIR2DL3+/C1+ and KIR3DL1+/Bw4+		14/42		38(24-57)

				 A95% Confidence interval.
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										KIR2DL2/KIR-ligand genotypes

										KIR2DL2+/KIR-ligand+		Not KIR2DL2+/KIR-ligand+						KIR2DL2/KIR-ligand genotypes:		KIR2DL2+/KIR-ligand+		KIR2DL2+, HLA-C1/C1		KIR2DL2+, HLA-C1/C2

										KIR2DL2+, HLA-C1/C1		KIR2DL2+, HLA-C2/C2								Not KIR2DL2+/KIR-ligand+		KIR2DL2+, HLA-C2/C2		KIR2DL2-, HLA-C1/C1		KIR2DL2-, HLA-C1/C2		KIR2DL2-, HLA-C2/C2

										KIR2DL2+, HLA-C1/C2		KIR2DL2-, HLA-C1/C1						KIR3DL1/KIR-ligand genotypes:		KIR3DL1+/KIR-ligand+		KIR3DL1+, HLA-Bw4+

												KIR2DL2-, HLA-C1/C2								Not KIR3DL1+/KIR-ligand+		KIR3DL1+, HLA-Bw4-		KIR3DL1-, HLA-Bw4+		KIR3DL1-, HLA-Bw4-

												KIR2DL2-, HLA-C2/C2						KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes:		KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+

										KIR3DL1/KIR-ligand genotypes										Not KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

										KIR3DL1+/KIR-ligand+		Not KIR3DL1+/KIR-ligand+										KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

										KIR3DL1+, HLA-Bw4+		KIR3DL1+, HLA-Bw4-

												KIR3DL1-, HLA-Bw4+

												KIR3DL1-, HLA-Bw4-

										KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes

										KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		Not KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+

										KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -

										KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-

												KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -

												KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

												KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -

												KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -

												KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -











Sup Table XX

										KIR2DL2/KIR-ligand genotypes

										KIR2DL2+/KIR-ligand+		Not KIR2DL2+/KIR-ligand+						KIR2DL2/KIR-ligand genotypes:		KIR2DL2+/KIR-ligand+		KIR2DL2+, HLA-C1/C1		KIR2DL2+, HLA-C1/C2

										KIR2DL2+, HLA-C1/C1		KIR2DL2+, HLA-C2/C2								Not KIR2DL2+/KIR-ligand+		KIR2DL2+, HLA-C2/C2		KIR2DL2-, HLA-C1/C1		KIR2DL2-, HLA-C1/C2		KIR2DL2-, HLA-C2/C2

										KIR2DL2+, HLA-C1/C2		KIR2DL2-, HLA-C1/C1						KIR3DL1/KIR-ligand genotypes:		KIR3DL1+/KIR-ligand+		KIR3DL1+, HLA-Bw4+

												KIR2DL2-, HLA-C1/C2								Not KIR3DL1+/KIR-ligand+		KIR3DL1+, HLA-Bw4-		KIR3DL1-, HLA-Bw4+		KIR3DL1-, HLA-Bw4-

												KIR2DL2-, HLA-C2/C2						KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes:		KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+

										KIR3DL1/KIR-ligand genotypes										Not KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

										KIR3DL1+/KIR-ligand+		Not KIR3DL1+/KIR-ligand+										KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

										KIR3DL1+, HLA-Bw4+		KIR3DL1+, HLA-Bw4-

												KIR3DL1-, HLA-Bw4+

												KIR3DL1-, HLA-Bw4-

										KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes

										KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		Not KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+

										KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -								KIR2DL1/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2)						KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2, Figure 3)						KIR2DL3/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2)

										KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-								
KIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=32; Non-Maintenance n=44)		
Not KKIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=47; Non-Maintenance n=36)				Group 1
KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=23;
Non-Maintenance n=22)		Group 2
Not KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=56; Non-Maintenance n=58)				
KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=37;
Non-Maintenance n=35)		
Not KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=42; Non-Maintenance n=45)

												KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -								KIR2DL1+, HLA-C2/C2
KIR3DL1+, HLA-Bw4+		KIR2DL1+KIR2DL1+, HLA-C2/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2-, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL3+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL3+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL3-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -

												KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-								KIR2DL1+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL1+, HLA-C2/C2
KIR3DL1+, HLA-Bw4-		KIR2DL1-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL3+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL3+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL3-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -

												KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -										KIR2DL1+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL1+ or -, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -				KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -				KIR2DL3+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL3+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

												KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -										KIR2DL1+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-						KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-						KIR2DL3+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

												KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -



																														c
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						KIR2DL1/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2)

						
KIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=32; Non-Maintenance n=44)		
Not KIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=47; Non-Maintenance n=36)

						KIR2DL1+, HLA-C2/C2
KIR3DL1+, HLA-Bw4+		KIR2DL1+, HLA-C2/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL1-, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

						KIR2DL1+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL1+, HLA-C2/C2
KIR3DL1+, HLA-Bw4-		KIR2DL1-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL1+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL1+ or -, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL1+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

						KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2, Figure 3)

						Group 1
KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=23; Non-Maintenance n=22)		Group 2
Not KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=56; Non-Maintenance n=58)

						KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -

						KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

						KIR2DL3/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2)

						
KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=37; Non-Maintenance n=35)		
Not KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=42; Non-Maintenance n=45)

						KIR2DL3+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL3+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL3-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -

						KIR2DL3+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL3+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL3-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL3+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL3+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL3+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-
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		KIR-ligands present genotypes (Figure 1)
(Maintenance n=24;  Non-Maintenance n=23)				KIR-ligand missing genotypes (Figure 1)
(Maintenance n=46; Non-Maintenance n=46)

		KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C2, with KIR3DL1+, Bw4+				KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C1, with KIR3DL1+, Bw4+ or Bw4-

		KIR2DL1- with KIR2DL2 and/or KIR2DL3+, C1/C2 or C2/C2, with KIR3DL1+, Bw4+				KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C2, with KIR3DL1+, Bw4-

		KIR2DL1+ with KIR2DL2 or KIR2DL3+, C1/C2, with KIR3DL1-, Bw4+ or Bw4-				KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C2/C2, with KIR3DL1+, Bw4+ or Bw4-

		KIR2DL1- with KIR2DL2 and/or KIR2DL3+, C1/C2 or C2/C2, with KIR3DL1-, Bw4+ or Bw4-
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						KIR2DL1/KIR-ligand genotypes
(Table 1)				KIR2DL2/KIR-ligand genotypes
(Table 1)

						KIR2DL1+/C2+
(Maintenance n=49; 
Non-Maintenance n=52)		Not KIR2DL1+/C2+
(Maintenance n=30; 
Non-Maintenance n=28)		KIR2DL2+/C1+
(Maintenance n=28; 
Non-Maintenance n=36)		Not KIR2DL2+/C1+
(Maintenance n=51; 
Non-Maintenance n=44)

						KIR2DL1+, C1/C2		KIR2DL1+, C1/C1		KIR2DL2+, C1/C1		KIR2DL2+, C2/C2

						KIR2DL1+, C2/C2		KIR2DL1-, C1/C1		KIR2DL2+, C1/C2		KIR2DL2-, C1/C1

								KIR2DL1-, C1/C2				KIR2DL2-, C1/C2

								KIR2DL1-, C2/C2				KIR2DL2-, C2/C2

						KIR2DL3/KIR-ligand genotypes
(Table 1)				KIR3DL1/KIR-ligand genotypes
(Table 1, Figure 2)

						KIR2DL3+/C1+
(Maintenance n=60; 
Non-Maintenance n=56)		Not KIR2DL3+/C1+
(Maintenance n=19; 
Non-Maintenance n=24)		KIR3DL1+/Bw4+
(Maintenance n=50; 
Non-Maintenance n=54)		Not KIR3DL1+/Bw4+
(Maintenance n=29; 
Non-Maintenance n=26)

						KIR2DL3+, C1/C1		KIR2DL3+, C2/C2		KIR3DL1+, Bw4+		KIR3DL1+, Bw4-

						KIR2DL3+, C1/C2		KIR2DL3-, C1/C1				KIR3DL1-, Bw4+

								KIR2DL3-, C1/C2				KIR3DL1-, Bw4-

								KIR2DL3-, C2/C2
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								Inhibitory KIR Gene		KIR-ligand		Possible HLA genotypes for KIR-ligands present		Possible HLA genotypes for KIR-ligand missing

								KIR2DL1		HLA-C2		if KIR2DL1+: C1/C2 or C2/C2		if KIR2DL1+: C1/C1

								KIR2DL2		HLA-C1		if KIR2DL2+: C1/C1 or C1/C2		if KIR2DL2+: C2/C2

								KIR2DL3		HLA-C1		if KIR2DL3+: C1/C1 or C1/C2		if KIR2DL3+: C2/C2

								KIR3DL1		HLA-Bw4		if KIR3DL1+: HLA-Bw4+		if KIR3DL1+: HLA-Bw4-

								KIR-Ligands Present		KIR2DL1+/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1+/Bw4+

										KIR2DL1-/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1+/Bw4+

										KIR2DL1-/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1-/Bw4+

										KIR2DL1+/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1-/Bw4+

								KIR-Ligands Missing		KIR2DL1+/C2-; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1+/Bw4+

										KIR2DL1-/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1+/Bw4+

										KIR2DL1-/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1-/Bw4+

										KIR2DL1+/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1-/Bw4+
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						Overall Inhibitory KIR/KIR-ligand Genotype Category		KIR-ligand Genotype Possibilites		KIR-ligand Status

						KIR-ligands Present		HLA-C1/C2 and HLA-Bw4+		All KIR-ligands present

						KIR-ligand Missing		HLA-C1/C1 and HLA-Bw4+		KIR2DL2/L3-ligand present
KIR3DL1-ligand present
KIR2DL1-ligand missing

						KIR-ligand Missing		HLA-C1/C1 and HLA-Bw4-		KIR2DL2/L3-ligand present
KIR3DL1-ligand missing
KIR2DL1-ligand missing

						KIR-ligand Missing		HLA-C2/C2 and HLA-Bw4+		KIR2DL2/L3-ligand missing
KIR3DL1-ligand present
KIR2DL1-ligand present

						KIR-ligand Missing		HLA-C2/C2 and HLA-Bw4-		KIR2DL2/L3-ligand missing
KIR3DL1-ligand missing
KIR2DL1-ligand present

						KIR-ligand Missing		HLA-C1/C2 and HLA-Bw4-		KIR2DL2/L3-ligand present
KIR3DL1-ligand missing
KIR2DL1-ligand present
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						KIR and KIR-ligand Gene Status		% Genotype Presence

						KIR2DL1		96

						KIR2DL2		51

						KIR2DL3		92

						KIR3DL1		97

						HLA-C1/C1		38

						HLA-C1/C2		43

						HLA-C2/C2		19

						HLA-Bw4		71

						KIR-ligands Present		32

						KIR-ligand Missing		68
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												TTRF

						Line		Treatment		Genotype Group		Number of Events/n		4-yr Fail Rate
(95% CI)A %		Interaction p-value

						1		Maintenance		KIR2DL1+/C2+		21/52		38(25-54)		0.524

						2				not KIR2DL1+/C2+ 		7/28		30(15-56)

						3		Non-Maintenance		KIR2DL1+/C2+		18/49		38(26-55)

						4				not KIR2DL1+/C2+		6/30		21(9-43)

						5		Maintenance		KIR2DL2+/C1+		11/36		32(18-53)		0.547

						6				not KIR2DL2+/C1+		17/44		38(25-56)

						7		Non-Maintenance		KIR2DL2+/C1+		6/28		24(10-49)

						8				not KIR2DL2+/C1+		18/51		36(24-52)

						9		Maintenance		KIR2DL3+/C2+		17/56		33(21-50)		0.982

						10				not KIR2DL3+/C2+		11/24		41(23-64)

						11		Non-Maintenance		KIR2DL3+/C2+		16/60		27(17-43)

						12				not KIR2DL3+/C2+		8/19		45(25-70)

						13		Maintenance		KIR3DL1+/Bw4+		20/54		38(25-55)		0.055

						14				not KIR3DL1+/Bw4+		8/26		29(15-52)

						15		Non-Maintenance		KIR3DL1+/Bw4+		13/50		25(15-41)

						16				not KIR3DL1+/Bw4+		11/29		43(25-66)

						 A95% Confidence interval.
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												TTRF (non-biological failures included)

						LineA		Treatment		Genotype Group		Number of Events/n		4-yr Fail Rate
(95% CI)B %		Interaction p-value

						1		Maintenance		KIR2DL1+/C2+ and KIR3DL1+/Bw4+		21/44		44(30-61)		0.694

						2				not KIR2DL1+/C2+ and KIR3DL1+/Bw4+		15/36		42(26-62)

						3		Non-Maintenance		KIR2DL1+/C2+ and KIR3DL1+/Bw4+		14/32		42(27-62)

						4				not KIR2DL1+/C2+ and KIR3DL1+/Bw4+		21/47		45(31-62)

						5		Maintenance		Group 1: KIR2DL2+/C1+ and KIR3DL1+/Bw4+		9/22		45(24-72)		0.036

						6				Group 2: not KIR2DL2+/C1+ and KIR3DL1+/Bw4+		27/58		43(31-58)

						7		Non-Maintenance		Group 1: KIR2DL2+/C1+ and KIR3DL1+/Bw4+		4/23		17(6-44)

						8				Group 2: not KIR2DL2+/C1+ and KIR3DL1+/Bw4+		31/56		55(42-70)

						9		Maintenance		 KIR2DL3+/C1+ and KIR3DL1+/Bw4+		13/35		40(24-61)		0.587

						10				 not KIR2DL3+/C1+ and KIR3DL1+/Bw4+		23/45		46(32-63)

						11		Non-Maintenance		KIR2DL3+/C1+ and KIR3DL1+/Bw4+		14/37		36(22-55)

						12				notT KIR2DL3+/C1+ and KIR3DL1+/Bw4+		21/42		51(36-68)

						 A Each group number referenced corresponds to the genotype "line" referenced in the figure; B 95% Confidence interval.
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										Randomly Assigned Patients Genotyped								Randomly Assigned Patients in E4402E
(Non-maintenance + Maintenance)

						All patients genotyped				Non-Maintenance				Maintenance

						(n=213)				(n=80)				(n=79)				(n=289)

				Characteristic		n		%		n		%		n		%		n		%

				Age, years

				    Median		57.8				58.3				58.6				59.4

				    Range		25.2-84.7				36.6-75.8				25.2-84.7				25.2-86.2

				Male sex		92		43		32		40		33		42		133		46

				White race		202		95		76		95		74		94		274		95

				PS 0A		141		66		70		88		68		86		248		86

				Elevated β2-microglobulin		85		40		33		41		28		35		129		42

				HgBB < 12 g/dL		12		6		5		6		5		6		19		7

				Stage

				    I-II		1		0.5		0		0		0		0		3		1

				    III		113		53		47		59		37		47		146		51

				    IV		99		46.5		33		41		42		53		140		48

				FLIPIC score

				    Low		38		18		13		16		14		18		44		15

				    Intermediate		98		46		34		43		38		48		131		45

				    High		77		36		33		41		27		34		114		39

				FLD histology

				    Grade 1		156		73		58		72.5		58		73		198		68

				    Grade 2		48		23		20		25		19		24		75		26

				    Grade 3a		6		3		2		2.5		1		1		5		2

				    Not classifiable		3		1		0		0		1		1		11		4

				APS 0, performance status-fully active; BHgB, hemoglobin; CFLIPI, Follicular Lymphoma International Prognostic Index; DFL, follicular lymphoma; EPatients responded and were randomly assigned as detailed by Kahl et al. (6)
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												TTRF (non-biological failures included)

						LineA		Treatment		Genotype Group		Number of Events/n		4-yr Fail Rate
(95% CI)B %		Interaction p-value

						1		Maintenance		KIR2DL1+/C2+		27/52		48(35-63)		0.924

						2				not KIR2DL1+/C2+ 		9/28		33(17-58)

						3		Non-Maintenance		KIR2DL1+/C2+		23/49		46(33-62)

						4				not KIR2DL1+/C2+		12/30		38(22-60)

						5		Maintenance		KIR2DL2+/C1+		13/36		36(21-57)		0.522

						6				not KIR2DL2+/C1+		23/44		49(34-65)

						7		Non-Maintenance		KIR2DL2+/C1+		8/28		31(16-56)

						8				not KIR2DL2+/C1+		27/51		52(38-67)

						9		Maintenance		KIR2DL3+/C2+		21/56		39(26-55)		0.369

						10				not KIR2DL3+/C2+		15/24		53(34-75)

						11		Non-Maintenance		KIR2DL3+/C2+		26/60		43(30-58)

						12				not KIR2DL3+/C2+		9/19		43(30-58)

						13		Maintenance		KIR3DL1+/Bw4+		25/54		46(32-62)		0.013

						14				not KIR3DL1+/Bw4+		11/26		38(22-61)

						15		Non-Maintenance		KIR3DL1+/Bw4+		18/50		35(23-51)

						16				not KIR3DL1+/Bw4+		17/29		60(41-79)

						 A Each group number referenced corresponds to the genotype "line" referenced in the figure; B 95% Confidence interval.
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3. KIR2DL1+ with KIR2DL2 or KIR2DL3+, C1/C2, with KIR3DL1-, Bw4+ or Bw4-



4. KIR2DL1- with KIR2DL2 and/or KIR2DL3+, C1/C2 or C2/C2, with KIR3DL1-, Bw4+ or Bw4-



2. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C2, with KIR3DL1+, Bw4-



3. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C2/C2, with KIR3DL1+, Bw4+ or Bw4-



KIR-ligands present genotypes
(Maintenance n=24;  Non-Maintenance n=23)



KIR-ligand missing genotypes 
(Maintenance n=46; Non-Maintenance n=46)



1. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C1, with KIR3DL1+, Bw4+ or Bw4-1. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C2, with KIR3DL1+, Bw4+



2. KIR2DL1- with KIR2DL2 and/or KIR2DL3+, C1/C2 or C2/C2, with KIR3DL1+, Bw4+










3. KIR2DL1+ with KIR2DL2 or KIR2DL3+, C1/C2, with KIR3DL1-, Bw4+ or Bw4-

4. KIR2DL1- with KIR2DL2 and/or KIR2DL3+, C1/C2 or C2/C2, with KIR3DL1-, Bw4+ or Bw4-

2. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C2, with KIR3DL1+, Bw4-

3. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C2/C2, with KIR3DL1+, Bw4+ or Bw4-

KIR-ligands present genotypes

(Maintenance n=24;  Non-Maintenance n=23)

KIR-ligand missing genotypes 

(Maintenance n=46; Non-Maintenance n=46)

1. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C1, with KIR3DL1+, Bw4+ or Bw4- 1. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C2, with KIR3DL1+, Bw4+

2. KIR2DL1- with KIR2DL2 and/or KIR2DL3+, C1/C2 or C2/C2, with KIR3DL1+, Bw4+
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										TTRF

				Line		Treatment		Genotype Group		Number of Events/n		4-yr Fail Rate
(95% CI)A %		Interaction p-value

				1		Maintenance		KIR2DL1+/C2+ and KIR3DL1+/Bw4+		17/44		37(24-54)		0.694

				2				not KIR2DL1+/C2+ and KIR3DL1+/Bw4+		11/36		34(19-55)

				3		Non-Maintenance		KIR2DL1+/C2+ and KIR3DL1+/Bw4+		10/32		33(18-54)

				4				not KIR2DL1+/C2+ and KIR3DL1+/Bw4+		14/47		31(19-48)

				5		Maintenance		Group 1: KIR2DL2+/C1+ and KIR3DL1+/Bw4+		9/22		45(24-72)		0.068

				6				Group 2: not KIR2DL2+/C1+ and KIR3DL1+/Bw4+		19/58		32(21-47)

				7		Non-Maintenance		Group 1: KIR2DL2+/C1+ and KIR3DL1+/Bw4+		4/23		17(6-44)

				8				Group 2: not KIR2DL2+/C1+ and KIR3DL1+/Bw4+		20/56		38(26-54)

				9		Maintenance		 KIR2DL3+/C1+ and KIR3DL1+/Bw4+		12/35		38(26-54)		0.447

				10				 not KIR2DL3+/C1+ and KIR3DL1+/Bw4+		16/45		34(21-51)

				11		Non-Maintenance		KIR2DL3+/C1+ and KIR3DL1+/Bw4+		10/37		25(13-44)

				12				notT KIR2DL3+/C1+ and KIR3DL1+/Bw4+		14/42		38(24-57)

				 A95% Confidence interval.
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										KIR2DL2/KIR-ligand genotypes

										KIR2DL2+/KIR-ligand+		Not KIR2DL2+/KIR-ligand+						KIR2DL2/KIR-ligand genotypes:		KIR2DL2+/KIR-ligand+		KIR2DL2+, HLA-C1/C1		KIR2DL2+, HLA-C1/C2

										KIR2DL2+, HLA-C1/C1		KIR2DL2+, HLA-C2/C2								Not KIR2DL2+/KIR-ligand+		KIR2DL2+, HLA-C2/C2		KIR2DL2-, HLA-C1/C1		KIR2DL2-, HLA-C1/C2		KIR2DL2-, HLA-C2/C2

										KIR2DL2+, HLA-C1/C2		KIR2DL2-, HLA-C1/C1						KIR3DL1/KIR-ligand genotypes:		KIR3DL1+/KIR-ligand+		KIR3DL1+, HLA-Bw4+

												KIR2DL2-, HLA-C1/C2								Not KIR3DL1+/KIR-ligand+		KIR3DL1+, HLA-Bw4-		KIR3DL1-, HLA-Bw4+		KIR3DL1-, HLA-Bw4-

												KIR2DL2-, HLA-C2/C2						KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes:		KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+

										KIR3DL1/KIR-ligand genotypes										Not KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

										KIR3DL1+/KIR-ligand+		Not KIR3DL1+/KIR-ligand+										KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

										KIR3DL1+, HLA-Bw4+		KIR3DL1+, HLA-Bw4-

												KIR3DL1-, HLA-Bw4+

												KIR3DL1-, HLA-Bw4-

										KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes

										KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		Not KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+

										KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -

										KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-

												KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -

												KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

												KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -

												KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -

												KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -











Sup Table XX

										KIR2DL2/KIR-ligand genotypes

										KIR2DL2+/KIR-ligand+		Not KIR2DL2+/KIR-ligand+						KIR2DL2/KIR-ligand genotypes:		KIR2DL2+/KIR-ligand+		KIR2DL2+, HLA-C1/C1		KIR2DL2+, HLA-C1/C2

										KIR2DL2+, HLA-C1/C1		KIR2DL2+, HLA-C2/C2								Not KIR2DL2+/KIR-ligand+		KIR2DL2+, HLA-C2/C2		KIR2DL2-, HLA-C1/C1		KIR2DL2-, HLA-C1/C2		KIR2DL2-, HLA-C2/C2

										KIR2DL2+, HLA-C1/C2		KIR2DL2-, HLA-C1/C1						KIR3DL1/KIR-ligand genotypes:		KIR3DL1+/KIR-ligand+		KIR3DL1+, HLA-Bw4+

												KIR2DL2-, HLA-C1/C2								Not KIR3DL1+/KIR-ligand+		KIR3DL1+, HLA-Bw4-		KIR3DL1-, HLA-Bw4+		KIR3DL1-, HLA-Bw4-

												KIR2DL2-, HLA-C2/C2						KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes:		KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+

										KIR3DL1/KIR-ligand genotypes										Not KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

										KIR3DL1+/KIR-ligand+		Not KIR3DL1+/KIR-ligand+										KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

										KIR3DL1+, HLA-Bw4+		KIR3DL1+, HLA-Bw4-

												KIR3DL1-, HLA-Bw4+

												KIR3DL1-, HLA-Bw4-

										KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes

										KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+		Not KIR2DL2+/KIR-ligand+ AND KIR3DL1/KIR-ligand+

										KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -								KIR2DL1/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2)						KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2, Figure 3)						KIR2DL3/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2)

										KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-								
KIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=32; Non-Maintenance n=44)		
Not KKIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=47; Non-Maintenance n=36)				Group 1
KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=23;
Non-Maintenance n=22)		Group 2
Not KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=56; Non-Maintenance n=58)				
KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=37;
Non-Maintenance n=35)		
Not KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=42; Non-Maintenance n=45)

												KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -								KIR2DL1+, HLA-C2/C2
KIR3DL1+, HLA-Bw4+		KIR2DL1+KIR2DL1+, HLA-C2/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2-, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL3+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL3+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL3-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -

												KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-								KIR2DL1+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL1+, HLA-C2/C2
KIR3DL1+, HLA-Bw4-		KIR2DL1-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -		KIR2DL3+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL3+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL3-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -

												KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -										KIR2DL1+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL1+ or -, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -				KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -				KIR2DL3+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL3+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

												KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -										KIR2DL1+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-						KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-						KIR2DL3+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

												KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -



																														c
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						KIR2DL1/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2)

						
KIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=32; Non-Maintenance n=44)		
Not KIR2DL1+/C2+ AND KIR3DL1/Bw4+
(Maintenance n=47; Non-Maintenance n=36)

						KIR2DL1+, HLA-C2/C2
KIR3DL1+, HLA-Bw4+		KIR2DL1+, HLA-C2/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL1-, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

						KIR2DL1+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL1+, HLA-C2/C2
KIR3DL1+, HLA-Bw4-		KIR2DL1-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL1+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL1+ or -, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL1+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

						KIR2DL2/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2, Figure 3)

						Group 1
KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=23; Non-Maintenance n=22)		Group 2
Not KIR2DL2+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=56; Non-Maintenance n=58)

						KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -

						KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL2+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL2-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL2+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL2+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL2+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-

						KIR2DL3/KIR-ligand WITH KIR3DL1/KIR-ligand genotypes
(Table 2)

						
KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=37; Non-Maintenance n=35)		
Not KIR2DL3+/C1+ AND KIR3DL1/Bw4+
(Maintenance n=42; Non-Maintenance n=45)

						KIR2DL3+, HLA-C1/C1
KIR3DL1+, HLA-Bw4+		KIR2DL3+, HLA-C1/C1
KIR3DL1-, HLA-Bw4+ or -		KIR2DL3-, HLA-C1/C1
KIR3DL1+ or -, HLA-Bw4+ or -

						KIR2DL3+, HLA-C1/C2
KIR3DL1+, HLA-Bw4+		KIR2DL3+, HLA-C1/C1
KIR3DL1+, HLA-Bw4-		KIR2DL3-, HLA-C1/C2
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL3+, HLA-C1/C2
KIR3DL1-, HLA-Bw4+ or -		KIR2DL3+ or -, HLA-C2/C2
KIR3DL1+ or -, HLA-Bw4+ or -

								KIR2DL3+, HLA-C1/C2
KIR3DL1+, HLA-Bw4-
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		KIR-ligands present genotypes
(Maintenance n=24;  Non-Maintenance n=23)				KIR-ligand missing genotypes 
(Maintenance n=46; Non-Maintenance n=46)

		1. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C2, with KIR3DL1+, Bw4+				1. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C1, with KIR3DL1+, Bw4+ or Bw4-

		2. KIR2DL1- with KIR2DL2 and/or KIR2DL3+, C1/C2 or C2/C2, with KIR3DL1+, Bw4+				2. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C1/C2, with KIR3DL1+, Bw4-

		3. KIR2DL1+ with KIR2DL2 or KIR2DL3+, C1/C2, with KIR3DL1-, Bw4+ or Bw4-				3. KIR2DL1+ with KIR2DL2 and/or KIR2DL3+, C2/C2, with KIR3DL1+, Bw4+ or Bw4-

		4. KIR2DL1- with KIR2DL2 and/or KIR2DL3+, C1/C2 or C2/C2, with KIR3DL1-, Bw4+ or Bw4-
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						KIR2DL1/KIR-ligand genotypes
(Table 1)				KIR2DL2/KIR-ligand genotypes
(Table 1)

						KIR2DL1+/C2+
(Maintenance n=49; 
Non-Maintenance n=52)		Not KIR2DL1+/C2+
(Maintenance n=30; 
Non-Maintenance n=28)		KIR2DL2+/C1+
(Maintenance n=28; 
Non-Maintenance n=36)		Not KIR2DL2+/C1+
(Maintenance n=51; 
Non-Maintenance n=44)

						KIR2DL1+, C1/C2		KIR2DL1+, C1/C1		KIR2DL2+, C1/C1		KIR2DL2+, C2/C2

						KIR2DL1+, C2/C2		KIR2DL1-, C1/C1		KIR2DL2+, C1/C2		KIR2DL2-, C1/C1

								KIR2DL1-, C1/C2				KIR2DL2-, C1/C2

								KIR2DL1-, C2/C2				KIR2DL2-, C2/C2

						KIR2DL3/KIR-ligand genotypes
(Table 1)				KIR3DL1/KIR-ligand genotypes
(Table 1, Figure 2)

						KIR2DL3+/C1+
(Maintenance n=60; 
Non-Maintenance n=56)		Not KIR2DL3+/C1+
(Maintenance n=19; 
Non-Maintenance n=24)		KIR3DL1+/Bw4+
(Maintenance n=50; 
Non-Maintenance n=54)		Not KIR3DL1+/Bw4+
(Maintenance n=29; 
Non-Maintenance n=26)

						KIR2DL3+, C1/C1		KIR2DL3+, C2/C2		KIR3DL1+, Bw4+		KIR3DL1+, Bw4-

						KIR2DL3+, C1/C2		KIR2DL3-, C1/C1				KIR3DL1-, Bw4+

								KIR2DL3-, C1/C2				KIR3DL1-, Bw4-

								KIR2DL3-, C2/C2
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								Inhibitory KIR Gene		KIR-ligand		Possible HLA genotypes for KIR-ligands present		Possible HLA genotypes for KIR-ligand missing

								KIR2DL1		HLA-C2		if KIR2DL1+: C1/C2 or C2/C2		if KIR2DL1+: C1/C1

								KIR2DL2		HLA-C1		if KIR2DL2+: C1/C1 or C1/C2		if KIR2DL2+: C2/C2

								KIR2DL3		HLA-C1		if KIR2DL3+: C1/C1 or C1/C2		if KIR2DL3+: C2/C2

								KIR3DL1		HLA-Bw4		if KIR3DL1+: HLA-Bw4+		if KIR3DL1+: HLA-Bw4-

								KIR-Ligands Present		KIR2DL1+/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1+/Bw4+

										KIR2DL1-/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1+/Bw4+

										KIR2DL1-/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1-/Bw4+

										KIR2DL1+/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1-/Bw4+

								KIR-Ligands Missing		KIR2DL1+/C2-; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1+/Bw4+

										KIR2DL1-/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1+/Bw4+

										KIR2DL1-/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1-/Bw4+

										KIR2DL1+/C2+; KIR2DL2+ and/or KIR2DL3+/C1+; KIR3DL1-/Bw4+
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						Overall Inhibitory KIR/KIR-ligand Genotype Category		KIR-ligand Genotype Possibilites		KIR-ligand Status

						KIR-ligands Present		HLA-C1/C2 and HLA-Bw4+		All KIR-ligands present

						KIR-ligand Missing		HLA-C1/C1 and HLA-Bw4+		KIR2DL2/L3-ligand present
KIR3DL1-ligand present
KIR2DL1-ligand missing

						KIR-ligand Missing		HLA-C1/C1 and HLA-Bw4-		KIR2DL2/L3-ligand present
KIR3DL1-ligand missing
KIR2DL1-ligand missing

						KIR-ligand Missing		HLA-C2/C2 and HLA-Bw4+		KIR2DL2/L3-ligand missing
KIR3DL1-ligand present
KIR2DL1-ligand present

						KIR-ligand Missing		HLA-C2/C2 and HLA-Bw4-		KIR2DL2/L3-ligand missing
KIR3DL1-ligand missing
KIR2DL1-ligand present

						KIR-ligand Missing		HLA-C1/C2 and HLA-Bw4-		KIR2DL2/L3-ligand present
KIR3DL1-ligand missing
KIR2DL1-ligand present





COG gene status

						KIR and KIR-ligand Gene Status		% Genotype Presence

						KIR2DL1		96

						KIR2DL2		51

						KIR2DL3		92

						KIR3DL1		97

						HLA-C1/C1		38

						HLA-C1/C2		43

						HLA-C2/C2		19

						HLA-Bw4		71

						KIR-ligands Present		32

						KIR-ligand Missing		68
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												TTRF

						Line		Treatment		Genotype Group		Number of Events/n		4-yr Fail Rate
(95% CI)A %		Interaction p-value

						1		Maintenance		KIR2DL1+/C2+		21/52		38(25-54)		0.524

						2				not KIR2DL1+/C2+ 		7/28		30(15-56)

						3		Non-Maintenance		KIR2DL1+/C2+		18/49		38(26-55)

						4				not KIR2DL1+/C2+		6/30		21(9-43)

						5		Maintenance		KIR2DL2+/C1+		11/36		32(18-53)		0.547

						6				not KIR2DL2+/C1+		17/44		38(25-56)

						7		Non-Maintenance		KIR2DL2+/C1+		6/28		24(10-49)

						8				not KIR2DL2+/C1+		18/51		36(24-52)

						9		Maintenance		KIR2DL3+/C2+		17/56		33(21-50)		0.982

						10				not KIR2DL3+/C2+		11/24		41(23-64)

						11		Non-Maintenance		KIR2DL3+/C2+		16/60		27(17-43)

						12				not KIR2DL3+/C2+		8/19		45(25-70)

						13		Maintenance		KIR3DL1+/Bw4+		20/54		38(25-55)		0.055

						14				not KIR3DL1+/Bw4+		8/26		29(15-52)

						15		Non-Maintenance		KIR3DL1+/Bw4+		13/50		25(15-41)

						16				not KIR3DL1+/Bw4+		11/29		43(25-66)

						 A95% Confidence interval.





Supplementary Table2

		c



												TTRF (non-biological failures included)

						LineA		Treatment		Genotype Group		Number of Events/n		4-yr Fail Rate
(95% CI)B %		Interaction p-value

						1		Maintenance		KIR2DL1+/C2+ and KIR3DL1+/Bw4+		21/44		44(30-61)		0.694

						2				not KIR2DL1+/C2+ and KIR3DL1+/Bw4+		15/36		42(26-62)

						3		Non-Maintenance		KIR2DL1+/C2+ and KIR3DL1+/Bw4+		14/32		42(27-62)

						4				not KIR2DL1+/C2+ and KIR3DL1+/Bw4+		21/47		45(31-62)

						5		Maintenance		Group 1: KIR2DL2+/C1+ and KIR3DL1+/Bw4+		9/22		45(24-72)		0.036

						6				Group 2: not KIR2DL2+/C1+ and KIR3DL1+/Bw4+		27/58		43(31-58)

						7		Non-Maintenance		Group 1: KIR2DL2+/C1+ and KIR3DL1+/Bw4+		4/23		17(6-44)

						8				Group 2: not KIR2DL2+/C1+ and KIR3DL1+/Bw4+		31/56		55(42-70)

						9		Maintenance		 KIR2DL3+/C1+ and KIR3DL1+/Bw4+		13/35		40(24-61)		0.587

						10				 not KIR2DL3+/C1+ and KIR3DL1+/Bw4+		23/45		46(32-63)

						11		Non-Maintenance		KIR2DL3+/C1+ and KIR3DL1+/Bw4+		14/37		36(22-55)

						12				notT KIR2DL3+/C1+ and KIR3DL1+/Bw4+		21/42		51(36-68)

						 A Each group number referenced corresponds to the genotype "line" referenced in the figure; B 95% Confidence interval.
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										Randomly Assigned Patients Genotyped								Responding Randomly Assigned Patients in E4402E
(Non-maintenance + Maintenance)

						All patients genotyped				Non-Maintenance				Maintenance

						(n=213)				(n=80)				(n=79)				(n=289)

				Characteristic		n		%		n		%		n		%		n		%

				Age, years

				    Median		57.8				58.3				58.6				59.4

				    Range		25.2-84.7				36.6-75.8				25.2-84.7				25.2-86.2

				Male sex		92		43		32		40		33		42		133		46

				White race		202		95		76		95		74		94		274		95

				PS 0A		141		66		70		88		68		86		248		86

				Elevated β2-microglobulin		85		40		33		41		28		35		129		42

				HgBB < 12 g/dL		12		6		5		6		5		6		19		7

				Stage

				    I-II		1		0.5		0		0		0		0		3		1

				    III		113		53		47		59		37		47		146		51

				    IV		99		46.5		33		41		42		53		140		48

				FLIPIC score

				    Low		38		18		13		16		14		18		44		15

				    Intermediate		98		46		34		43		38		48		131		45

				    High		77		36		33		41		27		34		114		39

				FLD histology

				    Grade 1		156		73		58		72.5		58		73		198		68

				    Grade 2		48		23		20		25		19		24		75		26

				    Grade 3a		6		3		2		2.5		1		1		5		2

				    Not classifiable		3		1		0		0		1		1		11		4

				APS 0, performance status-fully active; BHgB, hemoglobin; CFLIPI, Follicular Lymphoma International Prognostic Index; DFL, follicular lymphoma; EKahl et al. (6)
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												TTRF (non-biological failures included)

						LineA		Treatment		Genotype Group		Number of Events/n		4-yr Fail Rate
(95% CI)B %		Interaction p-value

						1		Maintenance		KIR2DL1+/C2+		27/52		48(35-63)		0.924

						2				not KIR2DL1+/C2+ 		9/28		33(17-58)

						3		Non-Maintenance		KIR2DL1+/C2+		23/49		46(33-62)

						4				not KIR2DL1+/C2+		12/30		38(22-60)

						5		Maintenance		KIR2DL2+/C1+		13/36		36(21-57)		0.522

						6				not KIR2DL2+/C1+		23/44		49(34-65)

						7		Non-Maintenance		KIR2DL2+/C1+		8/28		31(16-56)

						8				not KIR2DL2+/C1+		27/51		52(38-67)

						9		Maintenance		KIR2DL3+/C2+		21/56		39(26-55)		0.369

						10				not KIR2DL3+/C2+		15/24		53(34-75)

						11		Non-Maintenance		KIR2DL3+/C2+		26/60		43(30-58)

						12				not KIR2DL3+/C2+		9/19		43(30-58)

						13		Maintenance		KIR3DL1+/Bw4+		25/54		46(32-62)		0.013

						14				not KIR3DL1+/Bw4+		11/26		38(22-61)

						15		Non-Maintenance		KIR3DL1+/Bw4+		18/50		35(23-51)

						16				not KIR3DL1+/Bw4+		17/29		60(41-79)

						 A Each group number referenced corresponds to the genotype "line" referenced in the figure; B 95% Confidence interval.
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KIR2DL1+/C2+
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Not KIR2DL2+/C1+
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1. KIR2DL1+, C1/C2 1. KIR2DL1+, C1/C1 1. KIR2DL2+, C1/C1 1. KIR2DL2+, C2/C2
2. KIR2DL1+, C2/C2 2. KIR2DL1-, C1/C1 2. KIR2DL2+, C1/C2 2. KIR2DL2-, C1/C1



3. KIR2DL1-, C1/C2 3. KIR2DL2-, C1/C2
4. KIR2DL1-, C2/C2 4. KIR2DL2-, C2/C2



KIR2DL3+/C1+
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Non-Maintenance n=56)



Not KIR2DL3+/C1+
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Non-Maintenance n=24)



KIR3DL1+/Bw4+
(Maintenance n=50; 



Non-Maintenance n=54)



Not KIR3DL1+/Bw4+
(Maintenance n=29; 



Non-Maintenance n=26)
1. KIR2DL3+, C1/C1 1. KIR2DL3+, C2/C2 1. KIR3DL1+, Bw4+ 1. KIR3DL1+, Bw4-
2. KIR2DL3+, C1/C2 2. KIR2DL3-, C1/C1 2. KIR3DL1-, Bw4+



3. KIR2DL3-, C1/C2 3. KIR3DL1-, Bw4-
4. KIR2DL3-, C2/C2



KIR2DL1/KIR-ligand genotypes KIR2DL2/KIR-ligand genotypes



KIR2DL3/KIR-ligand genotypes KIR3DL1/KIR-ligand genotypes










KIR2DL1+/C2+

(Maintenance n=49; 

Non-Maintenance n=52)

Not KIR2DL1+/C2+

(Maintenance n=30; 

Non-Maintenance n=28)

KIR2DL2+/C1+

(Maintenance n=28; 

Non-Maintenance n=36)

Not KIR2DL2+/C1+

(Maintenance n=51; 

Non-Maintenance n=44)

1. KIR2DL1+, C1/C2 1. KIR2DL1+, C1/C1 1. KIR2DL2+, C1/C1 1. KIR2DL2+, C2/C2

2. KIR2DL1+, C2/C2 2. KIR2DL1-, C1/C1 2. KIR2DL2+, C1/C2 2. KIR2DL2-, C1/C1

3. KIR2DL1-, C1/C2 3. KIR2DL2-, C1/C2

4. KIR2DL1-, C2/C2 4. KIR2DL2-, C2/C2

KIR2DL3+/C1+

(Maintenance n=60; 

Non-Maintenance n=56)

Not KIR2DL3+/C1+

(Maintenance n=19; 

Non-Maintenance n=24)

KIR3DL1+/Bw4+

(Maintenance n=50; 

Non-Maintenance n=54)

Not KIR3DL1+/Bw4+

(Maintenance n=29; 

Non-Maintenance n=26)

1. KIR2DL3+, C1/C1 1. KIR2DL3+, C2/C2 1. KIR3DL1+, Bw4+ 1. KIR3DL1+, Bw4-

2. KIR2DL3+, C1/C2 2. KIR2DL3-, C1/C1 2. KIR3DL1-, Bw4+

3. KIR2DL3-, C1/C2 3. KIR3DL1-, Bw4-

4. KIR2DL3-, C2/C2

KIR2DL1/KIR-ligand genotypes KIR2DL2/KIR-ligand genotypes

KIR2DL3/KIR-ligand genotypes KIR3DL1/KIR-ligand genotypes


