


compared patients‘ percentages to sample average relative
abundance. Two patients, P011 shown in figure 1 and P021
shown in figure 2, are depicted using this approach.
Conclusions ATLAS can be used in real-world conditions to
generate comprehensive immunological profiles of cancer
patients. Individual profiles indicate that immunological consti-
tution is heterogeneous among patients, even with the same
tumor type. We propose that the addition of ATLAS to our
clinical and immunological toolbox may help stratify patients
to articulate truly personalized oncologic therapies.
Ethics Approval The study was approved by Loyola University
Medical Center and Loyola University Chicago Ethics Board
and Institutional Review Board, approval number 209364.
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53 PREDICTORS OF RESPONSE TO IMMUNE CHECKPOINT
INHIBITOR THERAPY IN METASTATIC SOLID TUMORS:
REAL WORLD EVIDENCE

Aasems Jacob*, Jianrong Wu, Jill Kolesar, Eric Durbin, Aju Mathew, Susanne Arnold,
Aman Chauhan.University of Kentucky, Lexington, KY, USA

Background Immune checkpoint inhibitor (ICI) therapy is
increasingly being used in oncology and novel predictive bio-
marker for efficacy and side effects are an unmet need.1 2

The study aims to do a comprehensive analysis of factors
affecting outcome from ICI therapy with real-world data and
identify potential predictive biomarkers in diverse populations.
Methods We performed a retrospective analysis of patients
with metastatic solid tumors who received ICI and underwent
molecular profiling with FoundationOne® CDx panel between
2016 and 2020 at Markey Cancer Center, Lexington KY. Pro-
gression-free survival (PFS), radiological response, and autoim-
mune side effects were analyzed and compared with various
molecular biomarkers (figure 1). Logistic regression, Fisher’s
exact test, Kaplan-Meier method, log-rank test, and Cox
regression were used to analyze clinical features and efficacy
outcomes.
Results 69 patients were included in the study (tables 1 and
2). A statistically significant improvement in PFS was observed
in the PIK3 mutated cohort (median 123 vs. 23 weeks.
HR=2.51. 95%CI 1.23, 5.14; table 3 and figure 2). This was
independent of tumor mutational burden (TMB) status or
PDL1 expression status (HR 3.24, p=0.016). PIK3 mutants
had a higher overall response rate (ORR) than the wild type

(69.6% vs. 43.5%, OR 0.34; p=0.045; tables 3 and 4). PIK3
mutants had a higher risk of developing immune-related
adverse events (IRAEs) (73.9% vs. 37%, p=0.004). PIK3
mutation did not associate with TMB, PDL1 expression or
microsatellite stability status. Median PFS was higher in the
high TMB cohort compared to the low-intermediate group
and reached statistical significance (median not reached vs. 26

Abstract 52 Figure 2 Patient 021 dashboard

Abstract 53 Figure 1 Mutational analysis of patients receiving
immunotherapy grouped based on radiologic response, in the order of
mutational load and frequency of mutations

Abstract 53 Table 1 Baseline characteristics of the study
population
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