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AA: RNA processing and modification (5)
B: Chromatin structure and dynamics (8)
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Number of proteins Function class
C KEGG pathway annotation D
Cellular Processes
271 564
137 )
363 Zinc finger, LIM-type
Environmental Information Processing WD40 repeat
201 698|
4 Small GTPase superfamily 4
Genetic Information Processing SH3 domain
SH2 domain
ring protein kir talytic domain
RNA recognition motif domain
Protein kinase domain
606 Pleckstrin homology domain
PDZ domain
MHC class I-like antigen recognition-like §
Leucine-rich repeat
545 Immunoglobulin V-set domain
Immunoglobulin C1-set.
Helicase, C-terminal
EF-hand domain
688 DEAD/DEAH box helicase domain
Calponin homology domain
C2 domain
o Ankyrin repeat-containing domain
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816 (17.52%)

494 (10.61%)

456 (9.79%)
378 (8.12%)

Number of Protein

Subcellular localization

1494 (32.07%)

~ 177 (3.80%)
196 (4.21%)
280 (6.01%)

nucleus protein (32.07 %)
cytoplasm protein (17.52 %)
plasma membrane protein (10.61 %)
mitochondrion protein (9.79 %)
extracell protein (8.12 %)
endoplasmic reticulum protein (6.01 %)
cytoskeleton protein (4.21 %)
Golgi apparatus protein (3.80 %)
lysosome protein (2.58 %)
centrosome protein (2.21 %)
peroxisome protein (1.20 %)
endosome protein (0.84 %)
synapse protein (0.64 %)
microsome protein (0.41 %)

C: Energy production and conversion (137)

D: Cell cycle control, cell division, chromosome partitioning (81)
E: Amino acid transport and metabolism (119)

F: Nucleotide transport and metabolism (107)

G: Carbohydrate transport and metabolism (139)

H: Coenzyme transport and metabolism (74)

I: Lipid transport and metabolism (140)

J: Translation, ribosomal structure and biogenesis (418)

K: Transcription (126)

L: Replication, recombination and repair (128)

M: Cell walllmembrane/envelope biogenesis (143)

N: Cell motility (18)
o

:F protein turnover,
' Inorganic ion transport and metabolism (68)

Q: Secondary metabolites biosynthesis, transport and catabolism (91)
R: General function prediction only (490)

S: Function unknown (85)

T: Signal transduction mechanisms (293)

U: Intracellular trafficking, secretion, and vesicular transport (57)

V: Defense mechanisms (45)

W: Extracellular structures (32)

X: Mobilome: prophages, transposons (10)

Z: Cytoskeleton (42)

(355)
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