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Supplemental Figure 2. Expression of interferon response genes across clusters. Single cell RNA
sequencing was performed on unfractionated and untreated normal donor PBMCs and the same PBMCs
treated with anti-QB-coated CMP-001. Expression of interferon response genes (rows) between treated and
untreated cells across each cluster (columns) is shown. Data from one of two similar experiments are shown.
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