
Supplemental figure legends 

Supplemental figure 1. The establishment of doxycycline-inducible transgenic 

EGFR
L858R

-driven mouse model. (A) The scheme overview of mouse model 

establishment. (B) The genotyping for EGFR
L858R

-mouse model via PCR. The base 

substitution indicated by the red box. (C) DNA samples from 13 mouse at age of 

4-week were genotyping via DNA electrophoresis. The molecular weight for EGFR 

and CCSP is 600bp and 500bp, respectively. Sample 9 pointed by red arrow was 

regarded as EGFR
-
CC10

+
 and Sample 12 pointed by red arrow was regarded as 

EGFR
+
CC10

-
. (D) The representative DNA electrophoresis images with all qualified 

samples. (E) The representative lung images of H&E staining after doxycycline 

induction at different time points. Scale bars, 2.5mm. Magnified scale bars, 100μm. 

Mouse lung adenocarcinoma nodules were indicated by black arrows. (F) 

Representative images of mouse thoracic micro-CT to confirm the development of 

tumor nodules in different layers. Mouse lung adenocarcinoma nodules indicated by 

yellow arrows. 

 

Supplemental figure 2. Gating strategy for flow cytometry of tissue specimen. (A) 

t-distributed stochastic neighbor embedding (t-SNE) map of CD45
+
cells isolated from 

a lung tumor. (B) t-SNE map of CD3
+
cells isolated from a lung tumor. (C) t-SNE map 

of CD11b
+
cells isolated from a lung tumor. t-SNE was performed on representative 

one patient to illustrate cell subpopulation. (D) Dots plot for detailed gating strategy.  

        

 

Supplemental figure 3. The immune infiltration in EGFR-mutated tumors. (A) FACS 

percentage of myeloid cells, including DC, MDSC, TAN, M1 macrophage and M2 
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macrophage. (B) FACS percentage of lymphocytes, including T cells, B cells and NK 

cells. (C) FACS percentage of CD4
+T cell subtypes. Unpaired Student’s t-test was 

performed and results in each group were presented as mean ± SEM. ** represents 

p<0.01 and ns represents p-values with no statistical difference.    

 

Supplemental figure 4. FPKM expression of T cell-related markers. (A) naïve 

markers, including TCF7, SELL, LEF1 and CCR7. (B) Treg-related markers, 

including IL2RA, IKZF2 and Foxp3. (C) lymphocyte activation or function markers, 

including SLA2, CD247, CD7, CD3G, THEMIS, SIT1, SKAP1, ZAP70, CD2 and 

CD3D. (D) cytokines and effector molecules, including KLRC2, IL2, PRF1, MPO, 

GZMK and LCK. (E) inhibitory or stimulatory molecules, including TIGIT, IDO1, 

PDCD1, CTLA4, LAG3, CD38, FASLG, TNFRSF9, TNFRSF4, CD28, TNFRSF14 

and ICOS. Mann-Whitney test was performed, and p value was indicated in figures, 

ns represents p-values with no statistical difference.      

 

Supplemental figure 5. Dynamic change of plasma level of IFN-γ, IL-10, IL-12p70, 

IL-8, IL-2, IL-4, IL-6 and TNF-α from baseline to after one-cycle of ICI treatment.  

 

Supplemental figure 6. Kaplan-Meier curve for PFS according to the change of IFN-

γ, IL-12p70, IL-2, IL-4, IL-6, IL-8 and TNF-α level in plasma of NSCLC patients 

treated with anti-PD-1(L1) antibodies.  
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